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SEQUENCE LISTING 



<110> TUR, Vicente R. 

VAN DER SLOOT, Albert Martinus 
MULLALLY, Margaret M. 
COOL, Robert H. 
SZEGEZDI, Eva E. 
SAMALI , Afshin 

FERNANDEZ -BALLESTER, Gregorio 
SERRANO, Luis 
QUAX, Wilhelmus J. 

<120> CYTOKINE DESIGN 

<130> CARP-0124 

<140> 10581856 
<141> 2010-03-05 



<15 0> PCT/IB20 04/0 04 335 
<151> 2004-12-06 

<160> 2 

<170> Patentln version 3.5 

<210> 1 

<211> 281 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Ala Met Met Glu Val Gin Gly Gly Pro Ser Leu Gly Gin Thr Cys 
15 10 15 



Val Leu lie Val lie Phe Thr Val Leu Leu Gin Ser Leu Cys Val Ala 
20 25 30 



Val Thr Tyr Val Tyr Phe Thr Asn Glu Leu Lys Gin Met Gin Asp Lys 
35 40 45 



Tyr Ser Lys Ser Gly lie Ala Cys Phe Leu Lys Glu Asp Asp Ser Tyr 
50 55 60 



Trp Asp Pro Asn Asp Glu Glu Ser Met Asn Ser Pro Cys Trp Gin Val 
65 70 75 80 



Lys Trp Gin Leu Arg Gin Leu Val Arg Lys Met lie Leu Arg Thr Ser 
85 90 95 



Glu Glu Thr lie Ser Thr Val Gin Glu Lys Gin Gin Asn lie Ser Pro 
100 105 110 



Leu Val Arg Glu Arg Gly Pro Gin Arg Val Ala Ala His lie Thr Gly 
115 120 125 



Thr Arg Gly Arg Ser Asn Thr Leu Ser Ser Pro Asn Ser Lys Asn Glu 
130 135 140 



Lys Ala Leu Gly Arg Lys lie Asn Ser Trp Glu Ser Ser Arg Ser Gly 
145 150 155 160 



His Ser Phe Leu Ser Asn Leu His Leu Arg Asn Gly Glu Leu Val lie 
165 170 175 



His Glu Lys Gly Phe Tyr Tyr lie Tyr Ser Gin Thr Tyr Phe Arg Phe 
180 185 190 



Gin Glu Glu lie Lys Glu Asn Thr Lys Asn Asp Lys Gin Met Val Gin 
195 200 205 



Tyr lie Tyr Lys Tyr Thr Ser Tyr Pro Asp Pro lie Leu Leu Met Lys 
210 215 220 



Ser Ala Arg Asn Ser Cys Trp Ser Lys Asp Ala Glu Tyr Gly Leu Tyr 
225 230 235 240 



Ser lie Tyr Gin Gly Gly lie Phe Glu Leu Lys Glu Asn Asp Arg lie 
245 250 255 



Phe Val Ser Val Thr Asn Glu His Leu lie Asp Met Asp His Glu Ala 
260 265 270 



Ser Phe Phe Gly Ala Phe Leu Val Gly 
275 280 



<210> 2 

<211> 1772 

<212> DNA 

<213> Homo sapiens 



<400> 2 

cctcactgac tataaaagaa tagagaagga agggcttcag tgaccggctg cctggctgac 



ttacagcagt cagactctga caggatcatg gctatgatgg aggtccaggg gggacccagc 120 

ctgggacaga cctgcgtgct gatcgtgatc ttcacagtgc tcctgcagtc tctctgtgtg 180 

gctgtaactt acgtgtactt taccaacgag ctgaagcaga tgcaggacaa gtactccaaa 240 

agtggcattg cttgtttctt aaaagaagat gacagttatt gggaccccaa tgacgaagag 300 

agtatgaaca gcccctgctg gcaagtcaag tggcaactcc gtcagctcgt tagaaagatg 360 

attttgagaa cctctgagga aaccatttct acagttcaag aaaagcaaca aaatatttct 420 

cccctagtga gagaaagagg tcctcagaga gtagcagctc acataactgg gaccagagga 480 

agaagcaaca cattgtcttc tccaaactcc aagaatgaaa aggctctggg ccgcaaaata 540 

aactcctggg aatcatcaag gagtgggcat tcattcctga gcaacttgca cttgaggaat 600 

ggtgaactgg tcatccatga aaaagggttt tactacatct attcccaaac atactttcga 660 

tttcaggagg aaataaaaga aaacacaaag aacgacaaac aaatggtcca atatatttac 72 0 

aaatacacaa gttatcctga ccctatattg ttgatgaaaa gtgctagaaa tagttgttgg 780 

tctaaagatg cagaatatgg actctattcc atctatcaag ggggaatatt tgagcttaag 840 

gaaaatgaca gaatttttgt ttctgtaaca aatgagcact tgatagacat ggaccatgaa 900 

gccagttttt tcggggcctt tttagttggc taactgacct ggaaagaaaa agcaataacc 960 

tcaaagtgac tattcagttt tcaggatgat acactatgaa gatgtttcaa aaaatctgac 1020 

caaaacaaac aaacagaaaa cagaaaacaa aaaaacctct atgcaatctg agtagagcag 108 0 

ccacaaccaa aaaattctac aacacacact gttctgaaag tgactcactt atcccaagaa 1140 

aatgaaattg ctgaaagatc tttcaggact ctacctcata tcagtttgct agcagaaatc 1200 

tagaagactg tcagcttcca aacattaatg caatggttaa catcttctgt ctttataatc 1260 

tactccttgt aaagactgta gaagaaagcg caacaatcca tctctcaagt agtgtatcac 1320 

agtagtagcc tccaggtttc cttaagggac aacatcctta agtcaaaaga gagaagaggc 1380 

accactaaaa gatcgcagtt tgcctggtgc agtggctcac acctgtaatc ccaacatttt 1440 

gggaacccaa ggtgggtaga tcacgagatc aagagatcaa gaccatagtg accaacatag 1500 

tgaaacccca tctctactga aagtgcaaaa attagctggg tgtgttggca catgcctgta 1560 

gtcccagcta cttgagaggc tgaggcagga gaatcgtttg aacccgggag gcagaggttg 1620 

cagtgtggtg agatcatgcc actacactcc agcctggcga cagagcgaga cttggtttca 1680 

aaaaaaaaaa aaaaaaaaaa cttcagtaag tacgtgttat tatttttttc aataaaattc 1740 

tattacagta tgtcaaaaaa aaaaaaaaaa aa 1772 



